: Observed quantiles of the p-value distribution (n = 500) under the null hypothesis plotted against the expected quantiles of a uniform distribution. The solid line is of equation y = x.
A gene is considered part of a database if it occurs in at least one pathway in this database.
Overlap within pathways is summarized by computing the redundancy measure (B) in each database. Redundancy is characterized by the proportion of pathways pairs with a higher overlap than a given threshold as a function of this threshold. 
